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Edited by David LambethAbstract The dual oxidase isozymes Duox1 and Duox2 exhibit
functional NADPH:O2 oxidoreductase activity in thyroid and
respiratory tract cells and are thought to be essential for H2O2
generation in these tissues. However, it is not universally ac-
cepted that the heme peroxidase domains of the Duox isozymes
are functional. To address this question, we modulated Duox2
expression in human tracheobronchial epithelial (TBE) cell cul-
ture systems and quantiﬁed peroxidase activity. We discovered
that interferon-gamma (IFN-c) induced robust peroxidase activ-
ity in TBE cells that paralleled Duox2 expression. IFN-c-in-
duced peroxidase activity was abolished in the presence of
sodium azide, which implicated the activation of a heme peroxi-
dase. IFN-c-induced peroxidase activity was abolished in TBE
cell lines expressing anti-Duox2 short hairpin RNA transcripts.
Together, these data unequivocally demonstrated that Duox2
contains a functional heme peroxidase in intact respiratory tract
epithelium.
 2006 Federation of European Biochemical Societies. Published
by Elsevier B.V. All rights reserved.
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Human1. Introduction
The observation that gp91phox (Nox2) was a necessary
component of neutrophil-mediated host defense [5,6] provided
evidence that speciﬁc proteins function to purposefully gener-
ate reactive oxygen species. This discovery provided the foun-
dation for the detection of multiple Nox2 homologues in
several non-phagocytic tissues [7]. It is now well accepted that
regulated generation of reactive oxygen species is essential for
several basic cellular processes including host defense, growth,
apoptosis, and cell signaling.
In addition to the NADPH oxidase domain present in all
Nox family members, two Nox proteins, Duox1 and Doux2,
each contain an additional heme peroxidase domain. Current
models to explain the function of these dual oxidase (Duox)
isozymes primarily focus on the ability of these proteins to*Corresponding author. Fax: +1 530 752 8632.
E-mail address: rwharper@ucdavis.edu (R.W. Harper).
0014-5793/$32.00  2006 Federation of European Biochemical Societies. Pu
doi:10.1016/j.febslet.2006.08.048generate H2O2, and largely ignore the contribution of the per-
oxidase domain [1–4,8,9]. Because critical histidine residues,
necessary for heme binding, are missing from the primary
structure of the Duox peroxidase domains, it is reasonable to
suggest that these motifs are functionally inactive [8]. Evidence
that the human Duox1 peroxidase domain has functional
activity when expressed in Escherichia coli [10] or in Drosphila
[11] suggests otherwise. To address this, we assayed human tra-
cheobronchial epithelial (TBE) cells, which normally express
Duox isozymes and are the likely source of H2O2 production
in these cells [2,4,12,13], for the presence of Duox-dependent
heme peroxidase activity.2. Methods
2.1. Cell culture from human tissues
HBE1 cells, a papilloma virus-immortalized human TBE cell line
kindly provided by Dr. J. Yankaskas from the University of North
Carolina [14], were plated on Transwell (Corning Costar, Corning,
NY) chambers (24 mm) or standard six-well cell culture plates (BD
Falcon, San Jose, CA) at 1–2 · 104 cells/cm2, in a Ham’s F12/Dul-
becco’s modiﬁed Eagle’s medium (DMEM) (1:1) supplemented with
insulin (5 lg/ml), transferrin (5 lg/ml), epidermal growth factor
(10 ng/ml), dexamethasone (0.1 lM), cholera toxin (10 ng/ml), bovine
hypothalamus extract (15 lg/ml), bovine serum albumin (0.5 mg/ml),
and all-trans-retinoic acid (30 nM) as described previously [15]. After
one week, cells were transferred to air–liquid interface (ALI) culture
conditions for one additional week followed by cytokine treatment
for 48 h (IL-4 (10 ng/mL), IL-13 (10 ng/mL), or IFN-c (100 U/mL)).
For tissue culture conditions, cells were treated with cytokines after
the cells reached 100% conﬂuence.
2.2. Development of short hairpin RNA transcripts (shRNA) expression
clones
We established several HBE1 cell lines which stably expressed anti-
Duox2 shRNA transcripts after lentivirus infection [16]. Brieﬂy, anti-
Duox2 small interfering RNA transcripts (Ambion Inc., Austin, TX)
were transiently transfected into HBE1 cells to identify two sequences
that demonstrated signiﬁcant knock down of Duox2 mRNA (data not
shown). Oligonucleotides were then designed for insertion into the pSi-
coR plasmid, which resulted in the expression of shRNA transcripts
[16]. To insert these sequences, we digested the pSicoR plasmid with
Hpa1 and Xho1 and ligated to the following annealed oligos:
Duox2-S1 F, TGGTGAAAAGGTACAATAGTTTCCAAGAGAA-
CTATTGTACCTTTTCACCT-T-TTTTC; Duox2-S1 R, ACCACT-
TTTCCATGTTATCAAAGGTTCTCTAGACAACAT-GGAAAA-
GTGGAAAAAAGAGCT or Duox2-S5 F, TGGTCCTGAACAA-
GGGTTTTTT-CCAAGAGAAAAACCCTTGTTCAGGACCTTTT-blished by Elsevier B.V. All rights reserved.
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Fig. 1. IFN-c enhances the rate of TMB oxidation in human TBE
cells. HBE1 cells grown in air–liquid interface culture conditions were
treated with media alone or cytokines for 48 h and harvested into
room-temperature PBS by cell scraping. A portion of suspended HBE1
cells were added to wells in a 96-well plate followed by the addition of
TMB (1.2 mM) and H2O2 (0.3 mM). Change in absorption of light at
630 nm was made every minute over 15 min. Absorption values for cell
isolates from untreated cells or IL-4/IL-13-treated cells were identical
to blank samples (cell isolates in TMB plus buﬀer without the addition
of H2O2) at each time point. This suggested that peroxidase activity in
untreated cells and IL4/IL-13-treated cells is negligible or below the
detection limits of our assay.
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TCTTTTTGGGAACAAGTCCTGGAAAAAAGAGCT. The result-
ing constructs were packaged into a lentivirus delivery system as
previously described [17].
HBE1 cells were seeded in 100 mm tissue culture plates (BD Falcon)
at a density of 4 · 106 cells/mL. After 24 h, 5 ll of concentrated lentivi-
rus particles was added to cell culture media, and cells were expanded
for three passages prior to cell sorting. Infected cells were puriﬁed by
GFP-triggered cell sorting and GFP-enriched cells were separated into
more than 30 diﬀerent isolates. Each isolate was treated with IFN-c, and
three clones that had low to absent levels of functional peroxidase activ-
ity (clones 5-2-k, 5-2-d, and 5-4-f) were selected for subsequent experi-
ments. Similarly, HBE1 cells expressing pSicoR without the shRNA
insert (clone pSR-1) were developed to serve as negative control.
2.3. Cytokine treatment
Recombinant human IFN-c, IL-4, and IL-13 cytokines were pur-
chased from R&D systems Inc. (Minneapolis, MN). Cytokines (0–
100 ng/mL) were dissolved in phosphate-buﬀered saline (PBS) with
1% bovine serum albumin (BSA) and added directly to the media of
TBE tissue cultures or both the apical and basal sides of ALI TBE cul-
tures. For untreated conditions, the same amount of PBS-1% BSA,
without cytokine, was added to the media.
2.4. Real-time RT-PCR expression analysis
Real-time RT-PCR was carried out as previously described [18].
Brieﬂy, 5 lg of total RNA was reverse transcribed with MoMLV-re-
verse transcriptase (Promega Inc., Madison, WI) using oligo-dT prim-
ers. Diluted sample cDNAs were used in real-time PCR reactions with
either an ABI 5700 or ABI PRISM 7900HT Sequence Detection Sys-
tem (Applied Biosystems Inc., Foster City, CA). Reactions were car-
ried out in 96-well optical reaction plates in a 50 ll ﬁnal volume
containing 25 ll of the SYBR Green (Applied Biosystems) PCR mas-
ter mix, 1 ll of each gene-speciﬁc primer, 2 ll of diluted sample cDNA,
and 21 ll of water. Relative expression values were normalized using
glyceraldehyde-3-phosphate dehydrogenase (GAPDH). PCR primer
pairs were designed based on published sequences for each gene as fol-
lows: Duox1 F 5 0-TTCACGCAGCTCTGTGTCAA-3 0, Duox1 R 5 0-
AGGGACAGATCATATCCTGGCT-3 0; Duox2 F 5 0-ACGCAGCT-
CTGTGTCAAAGGT-3 0, Duox2 R 5 0-TGATGAACGAGACTCGA-
CAGC-30; LPO F 5 0-CAGAAGTGGATACCCCCATA-30, LPO R
5 0-TCTGCTGGAACTGCTTGC-30; MPO F 5 0-AGAGCCTGAACC-
CTAGGTG-3 0, MPO R 5 0-TGCAATTTGGTTCTGACGA-3 0; TPO
F 5 0-CACCAGATCATCACCCTGA-3 0, TPO R 5 0-TCCACTCATT-
GTAACCTGGGC-3 0; EPO F 5 0-ACTGTACAATGAGGCTCGGA-
3 0, EPO R 5 0-GCTTCGTTGCATGTTGAGA-3 0; GAPDH F 5 0-
CAATGACCCCTTCATTGACC-3 0, GAPDH R 5 0-GACAAGC-
TTCCCGTTCTCAG-3 0. Real-time PCR was conducted in triplicate
for each sample and the mean value was calculated. Final ﬁgures rep-
resent the results from at least three independent experiments.
2.5. Peroxidase measurements
Peroxidase activity was assessed using 3,3 0,5,5 0-tetramethylbenzidine
(TMB; Sigma–Aldrich, St. Louis, MO) as a peroxidase substrate in the
presence of excess H2O2. Brieﬂy, media were removed from untreated
and cytokine-treated cells and cells were washed twice in PBS. One hun-
dred microliters of suspension buﬀer (100 mM NaH2PO4, pH 7.0) was
added to eachwell of a 6-well plate followed by cell scraping using a rub-
ber spatula. Suspended intact cells (10–20 lL) were placed into a 96-well
plate followed by the addition of TMB solution (300 mM NaAcetate,
pH 5.4, 1.2 mMTMB, 0.3 mMH2O2). Of note, detergents in the suspen-
sion buﬀer signiﬁcantly attenuated peroxidase activity, and therefore we
avoided the use of lysis buﬀers. To inhibit heme peroxidase activity,
100 lMNaN3 was added to duplicate samples. Because the TMB assay
is temperature-sensitive, all assays were performed at room tempera-
ture. Absorbance at 630 nm was measured over 15–40 min. For each
treatment condition, duplicate to triplicate samples were assayed, and
each experiment was repeated a minimum of three times.Un IFN
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Fig. 2. IFN-c enhanced the rate of TMB oxidation in a dose-
dependent manner. HBE1 cells grown in tissue culture conditions were
treated with increasing amounts of IFN-c for 48 h and harvested into
room-temperature PBS by cell scraping. Endpoint measurements were
made 30 min after the addition of TMB and H2O2.3. Results and discussion
Although it is well established that the Duox isozymes gen-
erate H2O2 via the NADPH oxidase domain [2,4,19,20], func-tional activity of the heme peroxidase domain in tissues that
normally express Duox isozymes has not been demonstrated.
Our previous data in respiratory tract epithelial cells demon-
strated that treatment with IL-4 or IL-13 enhanced Duox1
expression and treatment with IFN-c signiﬁcantly increased
Duox2 expression. All three treatment conditions induced
the generation of apical H2O2 [18]. Therefore, we postulated
that treatment of these cells with the aforementioned cytokines
would induce peroxidase activity which paralleled NADPH
oxidase activity.
Consistent with this notion, treatment of HBE1 cells with
IFN-c resulted in a signiﬁcantly enhanced rate of TMB oxida-
tion over 15 min compared to untreated HBE1 cells (Fig. 1). In
addition, there was a clear dose-dependent increase in IFN-c-
inducible TMB oxidation which paralleled the dose-dependent
increase in Duox2 mRNA expression (Figs. 2 and 4A). Com-
pared to untreated HBE1 cells, IFN-c induced an approximate
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Fig. 4. IFN-c-induced peroxidase activity in human TBE cells is
speciﬁc to Duox2 expression. (A) HBE1 cells grown in air–liquid
interface culture conditions were treated with media alone or cytokines
for 48 h and harvested for total cellular RNA. Quantitative changes in
mRNA levels of Duox1, Duox2, LPO, MPO, TPO, and EPO were
determined using real-time PCR analysis (see Section 2). Ct values for
LPO, MPO, TPO, and EPO were similar to non-template control.
Results shown for LPO are representative of the other heme
peroxidases tested. (B) HBE1 cell lines that expressed GFP alone
(pSR-1) or GFP plus anti-Duox2 shRNA transcripts (5-2-k, and other
clones; see Section 2) were grown in tissue culture conditions and
harvested 48 h after IFN-c treatment or media alone. Isolation of total
cellular RNA for real-time PCR analysis or isolation of cellular
suspensions for peroxidase assays were performed independently. Of
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which increased to close to 40-fold at the highest dose tested
(Fig. 2).
These data suggested that IFN-c is suﬃcient to induce active
peroxidase activity in the extracellular compartment of respira-
tory tract epithelium. Based on our previous data, the pro-
posed topology of Duox2 [7], and the localization of Duox
protein on the apical surface of human TBE cells [4,13], we
suspected this activity was due to Duox2 expression. Impor-
tantly, IL-4 and IL-13 did not induce measurable peroxidase
activity in our cell culture system (Fig. 1), despite four to six-
fold elevations in Duox1 mRNA expression (data not shown).
Sodium azide treatment completely inhibited IFN-c-induced
peroxidase activity (Fig. 3), which conﬁrmed that IFN-c in-
duced a heme peroxidase. Although we inferred this peroxi-
dase activity was due to Duox2, it is possible that Duox1, or
an alternative heme peroxidase normally not identiﬁed in
respiratory tract epithelium, was augmented by IFN-c. To
address this possibility, we performed real-time PCR on
mRNA harvested from IFN-c-treated HBE1 cells. As shown
in Fig. 4A, Duox1 mRNA levels did not change after IFN-c
treatment. Primers designed to selectively identify four other
heme peroxidase proteins including lactoperoxidase (LPO),
myeloperoxidase (MPO), eosinophil peroxidase (EPO), and
thyroperoxidase (TPO) (see Section 2) failed to produce mea-
surable amplicons (Fig. 4A and data not shown). Similarly,
western blots using antibodies against MPO or EPO failed to
produce any observable signal (data not shown).
To deﬁnitively establish that Duox2 is responsible for IFN-
c-induced heme peroxidase activity in intact respiratory tract
epithelial cells, we developed several stable cell lines that sup-
pressed Duox2 expression through RNA interference mecha-
nisms. Using this technique, we isolated three GFP-positive
clones that did not exhibit IFN-c-inducible Duox2 mRNA
expression (see Section 2). Consistent with our premise, IFN-
c-induced heme peroxidase activity was observed in HBE1
cells expressing the lentivirus construct alone (pSR-1), but
was not observed in HBE1 cells that stably expressed anti-
Duox2 shRNA transcripts (e.g. clone 5-2-k) (Fig. 4B). Gain
or loss of IFN-c-mediated heme peroxidase activity paralleledTreatment
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Fig. 3. Sodium azide inhibits IFN-c-induced peroxidase activity.
HBE1 cells grown in air–liquid interface culture conditions were
treated with IFN-c (10 ng/mL) for 48 h and harvested into room-
temperature PBS by cell scraping. Sodium azide (100 mM) was added
to cell suspensions prior to addition of TMB and H2O2. Endpoint
measurements were made 10 minutes after the addition of TMB and
H2O2.
note, out of the three clones that expressed anti-Duox2 shRNA
transcripts, clone 5-2-k (shown here) had the highest degree of IFN-c-
induced Duox2 mRNA expression (2.6-fold increase). The other two
clones had negligible increases in Duox2 mRNA expression.the gain or loss of IFN-c-mediated Duox2 mRNA expression.
These data conﬁrmed that IFN-c-inducible heme peroxidase
activity in respiratory tract epithelial cells is mediated by
Duox2.
To determine if this level of heme peroxidase activity is con-
sistent with the induction of a single protein, we estimated the
number of Duox2 molecules required to produce the experi-
mentally observed absorption values in HBE1 cells. We found
that 5–20 ng of puriﬁed human MPO protein displayed similar
end point absorption values after 15 min compared to cellular
suspensions of IFN-c-treated HBE1 cells (data not shown).
We utilized approximately 1 · 104–3 · 104 HBE1 cells per
peroxidase assay. Based on these values, there were approxi-
mately 1 · 105–1.5 · 106 ‘‘MPO equivalents’’ per cell [(mols
MPO · Avogadro’s number)/number of cells]. If we assume a
1:1 correlation between MPO peroxidase activity and Duox2
peroxidase activity, IFN-c induced the expression of 1 · 105
R.W. Harper et al. / FEBS Letters 580 (2006) 5150–5154 5153to 1.5 · 106 Duox2 molecules per cell. These numbers are con-
sistent with values for other membrane proteins and receptors.
Recent evidence demonstrated that proper maturation and
expression of Duox proteins does not occur in cell types that
normally do not express these isozymes [21], and requires the
expression of cell-type-speciﬁc adaptor proteins (DUOXA1
and DUOXA2) [22]. Our data imply that proper maturation
and expression of native Duox proteins is also dependent upon
the diﬀerentiation status of the cells that normally express
Duox proteins. Although IFN-c consistently induced heme
peroxidase activity in all TBE cell culture conditions, ALI cell
culture conditions resulted in signiﬁcantly higher levels of in-
duced heme peroxidase activity compared to tissue culture
conditions (compare Figs. 2 and 3). The factors responsible
for this regulation are unknown, but may depend upon the in-
creased expression of these newly identiﬁed Duox maturation
factors.
Peroxidase activity in respiratory tract epithelial cells has
been observed for several decades [23]. However, the enzyme(s)
responsible for this activity and the functional importance of
this activity remains to be fully elucidated. Substantial evi-
dence demonstrates that LPO is the predominant peroxidase
in respiratory tract epithelium [24]. Based on these observa-
tions, it has been reasonably suggested that Duox enzymes
provide H2O2 as a substrate for LPO-mediated generation of
antibacterial hypohalous acids [2,24]. Our current evidence
demonstrated that Duox2 itself provides functional heme per-
oxidase activity within the human respiratory tract epithelium.
We propose that multiple functional peroxidases are localized
in distinct subcellular compartments 1 in the respiratory tract
epithelium, and this localization is fundamental to the func-
tional activity of each peroxidase. Veriﬁcation of this notion
will require the development of Duox1- and Duox2-speciﬁc
antibodies or functional expression of labeled Duox1 and
Duox2 isozymes.
The absence of measurable IL-4/IL-13-mediated peroxidase
activity suggests Duox1 has distinct functional activities, or
distinct cellular localization compared to Duox2. Two recent
reports demonstrated that human Duox1 has functional per-
oxidase activity when overexpressed in E. coli [10] or Drosoph-
ila [11]. Based on these data and the homology between the
Duox1 and Duox2 peroxidase domains, it is likely that Duox1
is a third functional peroxidase in respiratory tract epithelial
tissues. We were able to observe peroxidase activity only in in-
tact cells. Therefore, if Duox1 is located within intracytoplas-
mic vesicles, we would be unable to assess Duox1-mediated
peroxidase activity with the methods we used. However,
Duox1-mediated apical H2O2 production could still be mea-
sured due to the ability of H2O2 to freely diﬀuse through lipid
membranes. It is intriguing to consider the possibility that
Duox1 heme peroxidase activity is responsible for a portion
of peroxidase-positive non-secretory vesicles previously identi-
ﬁed in respiratory tract epithelial cells [23]; secretory vesicles
with peroxidase activity likely contain LPO.
It is unclear why two heme peroxidase-containing Duox pro-
teins are present in tissues, such as the respiratory tract or thy-
roid, that contain other heme peroxidases in abundance (e.g.
lactoperoxidase or thyroid peroxidase). Our data, in combina-1 Portions of this idea were originally suggested by Tom Leto and
Dave Lambeth; personal communication.tion with previous work, strongly supports the notion that oxi-
dant-producing cells have developed a strategy in which
oxidant generation and utilization are tightly regulated and
compartmentalized. The presence of multiple functional perox-
idases in the respiratory tract supports this general model. For
example, abundant expression of LPO secreted into respira-
tory tract lining ﬂuid provides an antimicrobial environment
to prevent bacterial infection. Duox2 provides extracellular
membrane-associated peroxidase activity, which may provide
protection against membrane-bound pathogens such as virus.
Duox1 may provide peroxidase activity in specialized intracy-
toplasmic vesicles whose functions still need to be determined.
The speciﬁc subcellular locations of the two Duox isozymes,
and the substrates utilized by their peroxidase domains will sig-
niﬁcantly contribute to our understanding of their function in
the tissues in which they are expressed.
References
[1] De Deken, X., Wang, D., Dumont, J.E. and Miot, F. (2002)
Characterization of ThOX proteins as components of the thyroid
H2O2-generating system. Exp. Cell. Res. 273, 187–196.
[2] Geiszt, M., Witta, J., Baﬃ, J., Lekstrom, K. and Leto, T.L. (2003)
Dual oxidases represent novel hydrogen peroxide sources sup-
porting mucosal surface host defense. Faseb J. 17, 1502–1504.
[3] Ameziane-El-Hassani, R., Morand, S., Boucher, J.L., Frapart,
Y.M., Apostolou, D., Agnandji, D., Gnidehou, S., Ohayon, R.,
Noel-Hudson, M.S., Francon, J., Lalaoui, K., Virion, A. and
Dupuy, C. (2005) Dual oxidase-2 has an intrinsic Ca2+-dependent
H2O2-generating activity. J. Biol. Chem.
[4] Forteza, R., Salathe, M., Miot, F. and Conner, G.E. (2005)
Regulated hydrogen peroxide production by Duox in human
airway epithelial cells. Am. J. Respir. Cell Mol. Biol. 32, 462–469.
[5] Royer-Pokora, B., Kunkel, L.M., Monaco, A.P., Goﬀ, S.C.,
Newburger, P.E., Baehner, R.L., Cole, F.S., Curnutte, J.T. and
Orkin, S.H. (1986) Cloning the gene for an inherited human
disorder – chronic granulomatous disease – on the basis of its
chromosomal location. Nature 322, 32–38.
[6] Wientjes, F.B. and Segal, A.W. (1995) NADPH oxidase and the
respiratory burst. Semin. Cell Biol. 6, 357–365.
[7] Lambeth, J.D. (2002) Nox/Duox family of nicotinamide adenine
dinucleotide (phosphate) oxidases. Curr. Opin. Hematol. 9, 11–
17.
[8] Donko, A., Peterﬁ, Z., Sum, A., Leto, T. and Geiszt, M. (2005)
Dual oxidases. Philos. Trans. R. Soc. Lond. B Biol. Sci. 360,
2301–2308.
[9] Morand, S., Agnandji, D., Noel-Hudson, M.S., Nicolas, V.,
Buisson, S., Macon-Lemaitre, L., Gnidehou, S., Kaniewski, J.,
Ohayon, R., Virion, A. and Dupuy, C. (2004) Targeting of the
dual oxidase 2 N-terminal region to the plasma membrane. J.
Biol. Chem. 279, 30244–30251.
[10] Edens, W.A., Sharling, L., Cheng, G., Shapira, R., Kinkade,
J.M., Lee, T., Edens, H.A., Tang, X., Sullards, C., Flaherty, D.B.,
Benian, G.M. and Lambeth, J.D. (2001) Tyrosine cross-linking of
extracellular matrix is catalyzed by Duox, a multidomain oxidase/
peroxidase with homology to the phagocyte oxidase subunit
gp91phox. J. Cell Biol. 154, 879–891.
[11] Ha, E.M., Oh, C.T., Bae, Y.S. and Lee, W.J. (2005) A direct role
for dual oxidase in Drosophila gut immunity. Science 310, 847–
850.
[12] Zhao, M.X. and Nadel, J.A. (2005) Dual oxidase 1-dependent
MUC5AC mucin expression in cultured human airway epithelial
cells. Proc. Natl. Acad. Sci. USA 102, 767–772.
[13] Schwarzer, C., Machen, T.E., Illek, B. and Fischer, H. (2004)
NADPH oxidase-dependent acid production in airway epithelial
cells. J. Biol. Chem. 279, 36454–36461.
[14] Yankaskas, J.R., Haizlip, J.E., Conrad, M., Koval, D., Laza-
rowski, E., Paradiso, A.M., Rinehart Jr., C.A., Sarkadi, B.,
Schlegel, R. and Boucher, R.C. (1993) Papilloma virus immor-
talized tracheal epithelial cells retain a well-diﬀerentiated pheno-
type. Am. J. Physiol. 264, C1219–C1230.
5154 R.W. Harper et al. / FEBS Letters 580 (2006) 5150–5154[15] Wu, R., Zhao, Y.H. and Chang, M.M. (1997) Growth and
diﬀerentiation of conducting airway epithelial cells in culture. Eur.
Respir. J. 10, 2398–2403.
[16] Ventura, A., Meissner, A., Dillon, C.P., McManus, M., Sharp,
P.A., Van Parijs, L., Jaenisch, R. and Jacks, T. (2004) Cre-lox-
regulated conditional RNA interference from transgenes. Proc.
Natl. Acad. Sci. USA 101, 10380–10385.
[17] Rubinson, D.A., Dillon, C.P., Kwiatkowski, A.V., Sievers, C.,
Yang, L., Kopinja, J., Rooney, D.L., Ihrig, M.M., McManus,
M.T., Gertler, F.B., Scott, M.L. and Van Parijs, L. (2003) A
lentivirus-based system to functionally silence genes in primary
mammalian cells, stem cells and transgenic mice by RNA
interference. Nat. Genet. 33, 401–406.
[18] Harper, R.W., Xu, C., Eiserich, J.P., Chen, Y., Kao, C.Y., Thai,
P., Setiadi, H. and Wu, R. (2005) Diﬀerential regulation of
dual NADPH oxidases/peroxidases, Duox1 and Duox2, by
Th1 and Th2 cytokines in respiratory tract epithelium. FEBS
Lett.
[19] Dupuy, C., Ohayon, R., Valent, A., Noel-Hudson, M.S., Deme,
D. and Virion, A. (1999) Puriﬁcation of a novel ﬂavoproteininvolved in the thyroid NADPH oxidase. Cloning of the porcine
and human cdnas. J. Biol. Chem. 274, 37265–37269.
[20] De Deken, X., Wang, D., Many, M.C., Costagliola, S., Libert, F.,
Vassart, G., Dumont, J.E. and Miot, F. (2000) Cloning of two
human thyroid cDNAs encoding new members of the NADPH
oxidase family. J. Biol. Chem. 275, 23227–23233.
[21] Morand, S., Chaaraoui, M., Kaniewski, J., Deme, D., Ohayon,
R., Noel-Hudson, M.S., Virion, A. and Dupuy, C. (2003) Eﬀect of
iodide on nicotinamide adenine dinucleotide phosphate oxidase
activity and Duox2 protein expression in isolated porcine thyroid
follicles. Endocrinology 144, 1241–1248.
[22] Grasberger, H. and Refetoﬀ, S. (2006) Identiﬁcation of the
maturation factor for dual oxidase. Evolution of an eukaryotic
operon equivalent. J. Biol. Chem. 281, 18269–18272.
[23] Kataoka, K. (1971) Fine structural localization of peroxidase
activity in the epithelium and the gland of the rat larynx.
Histochemie 26, 319–326.
[24] Conner, G.E., Salathe, M. and Forteza, R. (2002) Lactoperox-
idase and hydrogen peroxide metabolism in the airway. Am. J.
Respir. Crit. Care Med. 166, S57–S61.
